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1. Discovery of high-specificity DNA aptamers for progesterone using a high-throughput array
platform
https://www.biorxiv.org/content/10.1101/2025.09.13.675901v1

2. Accelerated Discovery of Aptamer Beacons via Massively Parallel Screening
https://www.biorxiv.org/content/10.1101/2025.07.31.667975v 1 .abstract
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